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<210> 1 

<211> 2585 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (4) . . . (2136) 
<400> 1 

gcc atg ggg gga aag cag egg gac gag gat gac gag gcc tac ggg aag 48 
Met Gly Gly Lys Gin Arg Asp Glu Asp Asp Glu Ala Tyr Gly Lys 
15 10 15 

cca gte aaa tac gac ccc tee ttt ega gge ccc ate aag aac aga age 96 
Pro Val Lys Tyr Asp Pro Ser Phe Arg Gly Pro lie Lys Asn Arg Ser 



20 



25 



30 



tgc aca gat gte ate tgc tgc gte etc ttc ctg etc tte att eta ggt 
Cys Thr Asp Val lie Cys Cys Val Leu Phe Leu Leu Phe lie Leu Gly 
35 40 45 



144 



tac ate gtg gtg ggg att gtg gee tgg ttg tat gga gac ccc egg caa 
Tyr lie Val Val Gly lie Val Ala Trp Leu Tyr Gly Asp Pro Arg Gin 
50 55 60 



192 



gtt: etc tac ccc agg aac tct act ggg gee tac tgt gge atg ggg gag 
Val Leu Tyr Pro Arg Asn Ser Thr Gly Ala Tyr Cys Gly Met Gly Glu 



240 



1 



Asn Lys Asp Lys Pro Tyr Leu Leu Tyr Phe Asn lie Phe Ser Cys lie 
80 85 90 95 



ctg tec age aae ate ate tea gtt get gag aae gge eta eag tge eee 336 
Leu Ser Ser Asn lie lie Ser Val Ala Glu Asn Gly Leu Gin Cys Pro 
100 105 110 

aca eee cag gtg tgt gtg tee tee tge ccg gag gac cca tgg aet gtg 384 
Thr Pro Gin Val Cys Val Ser Ser Cys Pro Glu Asp Pro Trp Thr Val 
115 120 125 

gga aaa aae gag tte tea eag aet gtt ggg gaa gte tte tat aca aaa 432 
Gly Lys Asn Glu Phe Ser Gin Thr Val Gly Glu Val Phe Tyr Thr Lys 
130 135 140 

aac agg aae ttt tgt ctg cca ggg gta eee tgg aat atg aeg gtg ate 480 
Asn Arg Asn Phe Cys Leu Pro Gly Val Pro Trp Asn Met Thr Val lie 
145 150 155 

aca age ctg caa eag gaa etc tge eee agt tte etc etc ecc tct get 528 
Thr Ser Leu Gin Gin Glu Leu Cys Pro Ser Phe Leu Leu Pro Ser Ala 
160 165 170 175 

cca get ctg ggg cgc tge ttt cca tgg ace aac gtt act cca ccg gcg 576 
Pro Ala Leu Gly Arg Cys Phe Pro Trp Thr Asn Val Thr Pro Pro Ala 
180 185 190 

etc cca ggg ate acc aat gac ace acc ata cag cag ggg ate age ggt 624 
Leu Pro Gly lie Thr Asn Asp Thr Thr lie Gin Gin Gly lie Ser Gly 
195 200 205 

ett att gac age etc aat gee ega gac ate agt gtt aag ate ttt gaa 672 
Leu lie Asp Ser Leu Asn Ala Arg Asp lie Ser Val Lys lie Phe Glu 
210 215 220 

gat ttt gee cag tec tgg tat tgg att ett gtt gee ctg ggg gtg get 720 
Asp Phe Ala Gin Ser Trp Tyr Trp lie Leu Val Ala Leu Gly Val Ala 
225 230 235 

ctg gte ttg age eta ctg ttt ate ttg ett ctg cgc ctg gtg get ggg 768 
Leu Val Leu Ser Leu Leu Phe lie Leu Leu Leu Arg Leu Val Ala Gly 
240 245 250 255 

cec ctg gtg ctg gtg ctg ate ctg gga gtg ctg ggc gtg ctg gca tac 816 
Pro Leu Val Leu Val Leu lie Leu Gly Val Leu Gly Val Leu Ala Tyr 
260 265 270 

gge ate tac tac tge tgg gag gag tac ega gtg ctg egg gac aag ggc 864 
Gly lie Tyr Tyr Cys Trp Glu Glu Tyr Arg Val Leu Arg Asp Lys Gly 
275 280 285 

gee tec ate tec cag ctg ggt tte acc acc aac etc agt gee tac cag 912 
Ala Ser lie Ser Gin Leu Gly Phe Thr Thr Asn Leu Ser Ala Tyr Gin 
290 295 300 

age gtg cag gag acc tgg ctg gee gee ctg ate gtg ttg gcg gtg ett 960 
Ser Val Gin Glu Thr Trp Leu Ala Ala Leu He Val Leu Ala Val Leu 



2 



305 310 315 

gaa gcc ate ctg ctg ctg atg etc ate tte ctg egg eag egg att egt 1008 
Glu Ala lie Leu Leu Leu Met Leu lie Phe Leu Arg Gin Arg lie Arg 
320 325 330 335 

att gcc ate gcc etc ctg aag gag gcc age aag get gtg gga eag atg 1056 
lie Ala He Ala Leu Leu Lys Glu Ala Ser Lys Ala Val Gly Gin Met 
340 345 350 

atg tct acc atg tte tac cca ctg gtc ace ttt gte etc etc etc ate 1104 
Met Ser Thr Met Phe Tyr Pro Leu Val Thr Phe Val Leu Leu Leu He 
355 360 365 

tgc att gcc tac tgg gee atg act get ctg tac ctg get aea teg ggg 1152 
Cys He Ala Tyr Trp Ala Met Thr Ala Leu Tyr Leu Ala Thr Ser Gly 
370 375 380 

caa ccc cag tat gtg etc tgg gca tec aac ate age tec cec ggc tgt 1200 
Gin Pro Gin Tyr Val Leu Trp Ala Ser Asn He Ser Ser Pro Gly Cys 

385 390 395 

gag aaa gtg cca ata aat aea tea tgc aac ccc aeg gee cac ctt gtg 1248 
Glu Lys Val Pro He Asn Thr Ser Cys Asn Pro Thr Ala His Leu Val 
400 405 410 415 

aac tec teg tgc cca ggg ctg atg tgc gtc tte cag ggc tac tea tec 1296 
Asn Ser Ser Cys Pro Gly Leu Met Cys Val Phe Gin Gly Tyr Ser Ser 

420 425 430 

aaa ggc eta ate caa egt tct gtc tte aat ctg caa ate tat ggg gte 1344 
Lys Gly Leu He Gin Arg Ser Val Phe Asn Leu Gin He Tyr Gly Val 
435 440 445 

Ctg ggg etc tte tgg acc ctt aac tgg gta ctg gee ctg ggc caa tgc 1392 
Leu Gly Leu Phe Trp Thr Leu Asn Trp Val Leu Ala Leu Gly Gin Cys 
450 455 460 

gtc etc get gga gcc ttt gcc tec tte tac tgg gcc tte cac aag ccc 1440 
Val Leu Ala Gly Ala Phe Ala Ser Phe Tyr Trp Ala Phe His Lys Pro 
465 470 475 

eag gae ate cet ace tte ccc tta ate tct gcc tte ate ege aea etc 1488 
Gin Asp He Pro Thr Phe Pro Leu He Ser Ala Phe He Arg Thr Leu 
480 485 490 495 

egt tac cac act ggg tea ttg gca ttt gga gee etc ate ctg ace ctt 1536 
Arg Tyr His Thr Gly Ser Leu Ala Phe Gly Ala Leu He Leu Thr Leu 
500 505 510 

gtg eag ata gcc egg gtc ate ttg gag tat att gae cac aag etc aga 1584 
Val Gin He Ala Arg Val He Leu Glu Tyr He Asp His Lys Leu Arg 
515 520 525 

99^ 9tg eag aac cet gta gee ege tgc ate atg tgc tgt tte aag tgc 1632 
Gly Val Gin Asn Pro Val Ala Arg Cys He Met Cys Cys Phe Lys Cys 
530 535 540 



tgc etc tgg tgt ctg gaa aaa ttt ate aag tte eta aae cgc aat gca 1680 
Cys Leu Trp Cys Leu Glu Lys Phe lie Lys Phe Leu Asn Arg Asn Ala 
545 550 555 

tac ate atg ate gee ate tac ggg aag aat tte tgt gtc tea gee aaa 1728 
Tyr lie Met lie Ala lie Tyr Gly Lys Asn Phe Cys Val Ser Ala Lys 
560 565 570 575 

aat geg tte atg eta etc atg ega aae att gtc agg gtg gte gtc ctg 1776 
Asn Ala Phe Met Leu Leu Met Arg Asn lie Val Arg Val Val Val Leu 
580 585 ' 590 

gae aaa gte aea gae ctg ctg ctg tte ttt ggg aag ctg ctg gtg gte 1824 
Asp Lys Val Thr Asp Leu Leu Leu Phe Phe Gly Lys Leu Leu Val Val 
595 600 605 

gga gge gtg ggg gte ctg tee tte ttt ttt tte tec ggt cgc ate ecg 1872 
Gly Gly Val Gly Val Leu Ser Phe Phe Phe Phe Ser Gly Arg lie Pro 
610 615 620 

999 ctg ggt aaa gae ttt aag age ece eae etc aae tat tac tgg ctg 1920 
Gly Leu Gly Lys Asp Phe Lys Ser Pro His Leu Asn Tyr Tyr Trp Leu 
625 630 635 

cec ate atg acc tec ate ctg ggg gee tat gte ate gee age gge tte 1968 
Pro lie Met Thr Ser lie Leu Gly Ala Tyr Val lie Ala Ser Gly Phe 
640 645 650 655 

tte age gtt tte gge atg tgt gtg gae aeg etc tte etc tgc tte ctg 2016 
Phe Ser Val Phe Gly Met Cys Val Asp Thr Leu Phe Leu Cys Phe Leu 
660 665 670 

gaa gae ctg gag egg aac aae gge tec ctg gae' egg cec tac tac atg 2064 
Glu Asp Leu Glu Arg Asn Asn Gly Ser Leu Asp Arg Pro Tyr Tyr Met 
675 680 685 

tec aag age ett eta aag att ctg gge aag aag aac gag gcg cec ecg 2112 
Ser Lys Ser Leu Leu Lys lie Leu Gly Lys Lys Asn Glu Ala Pro Pro 
690 695 700 

gae aac aag aag agg aag aag tga eagctcegge cetgatccag gaetgcacce 2166 
Asp Asn Lys Lys Arg Lys Lys * 
705 710 

caeccccacc gtccagccat ccaacctcac ttcgccttac aggtctccat tttgtggtaa 2226 

aaaaaggttt taggceagge gcegtggetc acgcctgtaa tecaacaett tgagaggetg 2286 

aggegggegg ateacctgag tcaggagttc gagaccagee tggeeaaeat ggtgaaacct 2346 

eegtetetat taaaaataca aaaattagec gagagtggtg geatgeacet gteatcceag 24 06 

ctaetcggga ggctgaggca ggagaatcgc ttgaaceegg gaggeagagg ttgcagtgag 2466 

eegagategc gccactgcac tccaacctgg gtgacagact ctgtctecaa aacaaaacaa 2526 

aeaaacaaaa agattttatt aaagatattt tgttaactca gtaaaaaaaa aaaaaaaaa 2585 

<210> 2 

<211> 710 

<212> PRT 

<213> Homo sapiens 



4 



<400> 2 



Met 


Gly 


Gly 


Lys 


Gin 


Arg 


Asp 


Glu 


Asp 


Asp 


Glu 


Ala 


Tyr 


Gly 


Lys 


Pro 


1 








5 










10 










15 




Val 


Lys 


Tyr 


Asp 


Pro 


Ser 


Phe 


Arg 


Gly 


Pro 


He 


Lys 


Asn 


Arg 


Ser 


Cys 








20 










25 










30 






Thr 


Asp 


Val 


He 


Cys 


Cys 


Val 


Leu 


Phe 


Leu 


Leu 


Phe 


He 


Leu 


Gly 


Tyr 






35 










40 










45 








He 


Val 


Val 


Gly 


He 


Val 


Ala 


Trp 


Leu 


Tyr 


Gly 


Asp 


Pro 


Arg 


Gin 


Val 




50 










55 










60 










Leu 


Tyr 


Pro 


Arg 


Asn 


Ser 


Thr 


Gly 


Ala 


Tyr 


Cys 


Gly 


Met 


Gly 


Glu 


Asn 


65 










70 










75 










80 


Lys 


Asp 


Lys 


Pro 


Tyr 


Leu 


Leu 


Tyr 


Phe 


Asn 


He 


Phe 


Ser 


Cys 


He 


Leu 










85 










90 










95 




Ser 


Ser 


Asn 


He 


He 


Ser 


Val 


Ala 


Glu 


Asn 


Gly 


Leu 


Gin 


Cys 


Pro 


Thr 








100 










105 










110 






Pro 


Gin 


Val 


Cys 


Val 


Ser 


Ser 


Cys 


Pro 


Glu 


Asp 


Pro 


Trp 


Thr 


Val 


Gly 






115 










120 










125 








Lys Asn 


Glu 


Phe 


Ser 


Gin 


Thr 


Val 


Gly 


Glu 


Val 


Phe 


Tyr 


Thr 


Lys 


Asn 




130 










135 










140 










Arg Asn 


Phe 


Cys 


Leu 


Pro 


Gly 


Val 


Pro 


Trp 


Asn 


Met 


Thr 


Val 


He 


Thr 


145 










150 










155 










160 


Ser 


Leu 


Gin 


Gin 


Glu 


Leu 


Cys 


Pro 


Ser 


Phe 


Leu 


Leu 


Pro 


Ser 


Ala 


Pro 










165 










170 










175 




Ala 


Leu 


Gly 


Arg 


Cys 


Phe 


Pro 


Trp 


Thr 


Asn 


Val 


Thr 


Pro 


Pro 


Ala 


Leu 








180 










185 










190 






Pro Gly 


He 


Thr 


Asn 


Asp 


Thr 


Thr 


He 


Gin 


Gin 


Gly 


He 


Ser 


Gly 


Leu 






195 










200 










205 








He 


Asp 


Ser 


Leu 


Asn 


Ala 


Arg 


Asp 


He 


Ser 


Val 


Lys 


He 


Phe 


Glu 


Asp 




210 










215 










220 










Phe 


Ala 


Gin 


Ser 


Trp 


Tyr 


Trp 


He 


Leu 


Val 


Ala 


Leu 


Gly 


Val 


Ala 


Leu 


225 










230 










235 










240 


Val 


Leu 


Ser 


Leu 


Leu 


Phe 


He 


Leu 


Leu 


Leu 


Arg 


Leu 


Val 


Ala 


Gly 


Pro 










245 










250 










255 




Leu 


Val 


Leu 


Val 


Leu 


He 


Leu 


Gly 


Val 


Leu 


Gly 


Val 


Leu 


Ala 


Tyr 


Gly 








260 










265 










270 






He 


Tyr 


Tyr 


Cys 


Trp 


Glu 


Glu 


Tyr 


Arg 


Val 


Leu 


Arg 


Asp 


Lys 


Gly 


Ala 






275 










280 










285 








Ser 


He 


Ser 


Gin 


Leu 


Gly 


Phe 


Thr 


Thr 


Asn 


Leu 


Ser 


Ala 


Tyr 


Gin 


Ser 




290 










295 










300 










Val 


Gin 


Glu 


Thr 


Trp 


Leu 


Ala 


Ala 


Leu 


He 


Val 


Leu 


Ala 


Val 


Leu 


Glu 


305 










310 










315 










320 


Ala 


He 


Leu 


Leu 


Leu 


Met 


Leu 


He 


Phe 


Leu 


Arg 


Gin 


Arg 


He 


Arg 


He 










325 










330 










335 




Ala 


He 


Ala 


Leu 


Leu 


Lys 


Glu 


Ala 


Ser 


Lys 


Ala 


Val 


Gly 


Gin 


Met 


Met 








340 










345 










350 






Ser 


Thr 


Met 


Phe 


Tyr 


Pro 


Leu 


Val 


Thr 


Phe 


Val 


Leu 


Leu 


Leu 


He 


Cys 






355 










360 










365 








He 


Ala 


Tyr 


Trp 


Ala 


Met 


Thr 


Ala 


Leu 


Tyr 


Leu 


Ala 


Thr 


Ser 


Gly 


Gin 




370 










375 










380 










Pro 


Gin 


Tyr 


Val 


Leu 


Trp 


Ala 


Ser 


Asn 


He 


Ser 


Ser 


Pro 


Gly 


Cys 


Glu 


385 










390 










395 










400 


Lys 


Val 


Pro 


He 


Asn 


Thr 


Ser 


Cys 


Asn 


Pro 


Thr 


Ala 


His 


Leu 


Val 


Asn 










405 










410 










415 




Ser 


Ser 


Cys 


Pro 


Gly 


Leu 


Met 


Cys 


Val 


Phe 


Gin 


Gly 


Tyr 


Ser 


Ser 


Lys 








420 










425 










430 






Gly Leu 


He 


Gin 


Arg 


Ser 


Val 


Phe 


Asn 


Leu 


Gin 


He 


Tyr 


Gly 


Val 


Leu 





435 








440 


445 








Gly Leu 


Phe Trp 


Thr 


Leu 


Asn 


Trp Val Leu Ala 


Leu Gly 


Gin 


Cys 


Val 


450 








455 




460 








Leu Ala 


Gly Ala 


Phe 


Ala' 


Ser 


Phe Tyr Trp Ala 


Phe His 


Lys 


Pro 


Gin 


465 






470 




475 








480 


Asp lie 


Pro Thr 


Phe 


Pro 


Leu 


He Ser Ala Phe 


He Arg 


Thr 


Leu 


Arg 






485 






490 






495 




Tyr His 


Thr Gly 


Ser 


Leu 


Ala 


Phe Gly Ala Leu 


He Leu 


Thr 


Leu 


Val 




500 








505 




510 






Gin He 


Ala Arg 


Val 


He 


Leu 


Glu Tyr He Asp 


His Lys 


Leu 


Arg 


Gly 




515 








520 


525 








Val Gin 


Asn Pro 


Val 


Ala 


Arg 


Cys He Met Cys 


Cys Phe 


Lys 


Cys 


Cys 


530 








535 




540 








Leu Trp 


Cys Leu 


Glu 


Lys 


Phe 


He Lys Phe Leu 


Asn Arg 


Asn 


Ala 


Tyr 


545 






550 




555 








560 


He Met 


He Ala 


He 


Tyr 


Gly Lys Asn Phe Cys 


Val Ser 


Ala 


Lys 


Asn 






565 






570 






575 




Ala Phe 


Met Leu 


Leu 


Met 


Arg Asn He Val Arg 


Val Val 


Val 


Leu 


Asp 




580 








585 




590 






Lys Val 


Thr Asp 


Leu 


Leu 


Leu 


Phe Phe Gly Lys 


Leu Leu 


Val 


Val 


Gly 




595 








600 


605 








Gly Val 


Gly Val 


Leu 


Ser 


Phe 


Phe Phe Phe Ser 


Gly Arg 


He 


Pro 


Gly 


610 








615 




620 








Leu Gly 


Lys Asp 


Phe 


Lys 


Ser 


Pro His Leu Asn 


Tyr Tyr 


Trp 


Leu 


Pro 


625 






630 




635 








640 


He Met 


Thr Ser 


He 


Leu 


Gly Ala Tyr Val He 


Ala Ser 


Gly 


Phe 


Phe 






645 






650 






655 




Ser Val 


Phe Gly 


Met 


Cys 


Val 


Asp Thr Leu Phe 


Leu Cys 


Phe 


Leu 


Glu 




660 








665 




670 






Asp Leu 


Glu Arg 


Asn 


Asn 


Gly Ser Leu Asp Arg 


Pro Tyr 


Tyr 


Met 


Ser 




675 








680 


685 








Lys Ser 


Leu Leu 


Lys 


He 


Leu Gly Lys Lys Asn 


Glu Ala 


Pro 


Pro 


Asp 


690 








695 




700 








Asn Lys 


Lys Arg 


Lys 


Lys 















705 710 



<210> 3 

<211> 160 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (160) 



<400> 3 

gat cag ggc ggc cag cca ggt etc ctg cac get ctg gta ggc aet gag 48 
Asp Gin Gly Gly Gin Pro Gly Leu Leu His Ala Leu Val Gly Thr Glu 
15 10 15 

gtt ggt ggt gaa aec eag ctg gga gat gga ggc gee etc gtc ccg cag 96 
Val Gly Gly Glu Thr Gin Leu Gly Asp Gly Gly Ala Leu Val Pro Gin 
20 25 30 

cac teg gta etc etc cca gea gta gta gat gee ata tgc eag cac gee 144 
His Ser Val Leu Leu Pro Ala Val Val Asp Ala He Cys Gin His Ala 
35 40 45 



6 



cag cac tec cag gat c 
Gin His Ser Gin Asp 
50 



160 



<210> 4 
<211> 53 
<212> PRT 

<213> Homo sapiens 



<400> 4 

Asp Gin Gly Gly Gin Pro Gly Leu 

1 5 
Val Gly Gly Glu Thr Gin Leu Gly 
20 

His Ser Val Leu Leu Pro Ala Val 

35 40 
Gin His Ser Gin Asp 
50 



Leu His Ala Leu Val Gly Thr Glu 

10 15 
Asp Gly Gly Ala Leu Val Pro Gin 
25 30 
Val Asp Ala lie Cys Gin His Ala 
45 



<210> 5 
<211> 705 
<212> PRT 
<213> Mouse 



<400> 5 



Arg 


Lys 


Gin 


Asn 


Glu Asn 


1 








5 


Pro 


Ser 


Phe 


Arg 


Gly Pro 








20 




Cys 


Cys 


Val 


Leu 


Phe Leu 






35 






Leu 


Val 


Ala 


Trp 


Val Tyr 




50 








Asn 


Ser 


Thr 


Gly 


Ala Tyr 


65 








70 


Tyr 


Val 


Leu 


Tyr 


Phe Asp 










85 


He 


Ser 


He 


Ala 


Glu Asn 








100 




Val 


Ser 


Ser 


Cys 


Pro Leu 






115 






Ser 


Lys 


Thr 


Val 


Gly Glu 




130 








Pro 


Ala 


Val 


Ser 


Pro Asp 


145 








150 


Leu 


Cys 


Pro 


Arg 


Phe Leu 










165 


Phe 


Pro 


Leu 


Pro 


Asn He 








180 




Asn 


Asn 


Thr 


Thr 


Val Ser 






195 






Asn 


Ala 


Arg 


Asp 


Val Ser 



210 



Trp Tyr Trp He Leu Val 
225 230 



Glu Ala His Gly Asn 
10 

He Lys Asn Arg Gly 
25 

He Phe He Leu Gly 
40 

Gly Asp Pro Arg Gin 
55 

Cys Gly Val Gly Asp 
75 

He Leu Ser Cys Ala 
90 

Gly Leu Gin Cys Pro 
105 

Ala Pro Trp Ala Val 
120 

Val Tyr Gly Glu Arg 
135 

Met He Val Glu Glu 
155 

Leu Pro Ser Thr Pro 
170 

Asn Phe Thr Leu Pro 
185 

Asn Gly He Ser Gly 
200 

Val Lys He Phe Glu 

215 

Ala Leu Gly Val Ala 
235 



Ser Ala Lys Tyr Asp 

15 

Cys Thr Asp He He 
30 

Tyr He He Val Gly 
45 

Val Leu Tyr Pro Arg 
60 

Asn Lys Asp Lys Pro 
80 

Ala Ala He Asn He 
95 

Thr Pro Gin Val Cys 
110 

Glu Val Phe Gin Phe 
125 

Arg Asn Phe Cys Leu 
140 

Ser Leu Gin Lys Gly 
160 

Ala Leu Gly Arg Cys 
175 

Glu Asp Leu Arg He 
190 

Leu Leu Asp Ser He 
205 

Asp Phe Ala Gin Ser 

220 

Leu Ala Leu Ser Leu 
240 



7 



Leu 


Phe 


He 


Leu 


Leu 


Leu Arg 


Leu 


Val 


Ala 


Ala 


Pro 


Leu 


Val 


Leu 


Leu 










245 










250 










255 




Leu 


He 


Val 


Gly 


Val 


Leu 


Ala 


Val 


Leu 


Ala 


Tyr 


Gly 


He 


Tyr 


His 


Cys 








260 










265 










270 






Trp 


Gin 


Gin 


Tyr 


Gin 


Val 


Phe 


Arg 


Asp 


Lys 


Gly 


Ala 


Ser 


He 


Thr 


Gin 






275 










280 










285 








Leu Gly 


Phe 


Thr 


Thr 


Asn 


Phe 


Ser 


Ala 


Tyr 


Gin 


Ser 


Val 


Lys 


Glu 


Thr 




290 










295 










300 










Trp 


Leu 


Ala 


Ala 


Leu 


He 


Val 


Leu 


Ala 


Val 


Leu 


Glu 


Gly 


He 


Leu 


Leu 


305 










310 










315 










320 


Leu 


Met 


Leu 


He 


Phe 


Leu Arg 


Gin 


Arg 


He 


Arg 


He 


Ala 


He 


Ala 


Leu 










325 










330 










335 




Leu 


Lys 


Glu 


Ala 


Ser Arg Ala 


Val 


Gly 


Gin 


Met 


Met 


Ser 


Thr 


Met 


Phe 








340 










345 










350 






Tyr 


Pro 


Leu 


Val 


Thr 


Phe 


Val 


Leu 


Leu 


Val 


He 


Cys 


He 


Gly 


Tyr 


Trp 






355 










360 










365 








Ala 


Val 


Thr 


Ala 


Leu 


Tyr 


Leu 


Ala 


Thr 


Ser 


Gly 


Gin 


Pro 


Gin 


Tyr 


He 




370 










375 










380 










Tyr 


Trp 


Ala 


Ser 


Asn 


Thr 


Ser 


Thr 


Pro 


Gly 


Cys 


Glu 


Asn 


Val 


Pro 


Val 


385 










390 










395 










400 


Asn 


Met 


Thr 


Cys 


Asp 


Pro 


Met 


Ala 


Pro 


Leu 


Asn 


Ser 


Ser 


Cys 


Pro 


Asn 










405 










410 










415 




Leu 


Lys 


Cys 


Val 


Phe 


Lys 


Gly 


Tyr 


Ser 


Thr 


Thr 


Gly 


Leu 


Ala 


Gin 


Arg 








420 










425 










430 






Ser 


Leu 


Phe 


Asn 


Leu 


Gin 


He 


Tyr 


Gly 


Val 


Leu 


Gly 


Leu 


Phe 


Trp 


Thr 






435 










440 










445 








Val 


Asn 


Trp 


Val 


Leu 


Ala 


Leu 


Gly 


Gin 


Cys 


Val 


Leu 


Ala 


Gly 


Ala 


Phe 




450 










455 










460 










Ala 


Ser 


Phe 


Tyr 


Trp 


Ala 


Phe 


His 


Lys 


Pro 


Arg 


Asp 


He 


Pro 


Thr 


Phe 


465 










470 










475 










480 


Pro 


Leu 


Ser 


Ser 


Ala 


Phe 


He 


Arg 


Thr 


Leu 


Arg 


Tyr 


His 


Thr 


Gly 


Ser 










485 










490 










495 




Leu 


Ala 


Phe 


Gly 


Ala 


Leu 


He 


Leu 


Ser 


Leu 


Val 


Gin 


He 


Ala 


Arg 


Val 








500 










505 










510 






He 


Leu 


Glu 


Tyr 


He Asp His 


Lys 


Leu 


Arg 


Gly 


Ser 


Gin 


Asn 


Pro 


Val 






515 










520 










525 








Ala 


Arg 


Cys 


He 


He 


Cys 


Cys 


Phe 


Lys 


Cys 


Cys 


Leu 


Trp 


Cys 


Leu 


Glu 




530 










535 










540 










Lys 


Phe 


He 


Lys 


Phe 


Leu 


Asn 


Arg 


Asn 


Ala 


Tyr 


He 


Met 


He 


Ala 


He 


545 










550 










555 










560 


Tyr Gly 


Lys 


Asn 


Phe 


Cys 


Val 


Ser 


Ala 


Lys 


Asn 


Ala 


Phe 


Met 


Leu 


Leu 










565 










570 










575 




Met 


Arg 


Asn 


Val 


Leu Arg Val 


Val 


Val 


Leu 


Asp 


Lys 


Val 


Thr 


Asp 


Leu 








580 










585 










590 






Leu 


Leu 


Phe 


Phe 


Gly Lys 


Leu 


Leu 


Val 


Val 


Gly 


Gly 


Val 


Gly 


Val 


Leu 






595 










600 










605 








Ser 


Phe 


Phe 


Phe 


Phe 


Ser Gly 


Arg 


He 


Lys 


Gly 


Leu 


Gly 


Lys 


Asp 


Phe 




610 










615 










620 










Glu 


Asn 


Pro 


Asn 


Leu 


Asn Tyr 


Tyr 


Trp 


Leu 


Pro 


He 


Met 


Thr 


Ser 


He 


625 










630 










635 










640 


Met 


Gly 


Ala 


Tyr 


Val 


He 


Ala 


Ser 


Gly 


Phe 


Phe 


Ser 


Val 


Phe 


Gly 


Met 










645 










650 










655 




Cys 


Val 


Asp 


Thr 


Leu 


Phe 


Leu 


Cys 


Phe 


Leu 


Glu 


Asp 


Leu 


Glu 


Arg 


Asn 








660 










665 










670 






Asp Gly 


Ser 


Gin 


Glu Arg Pro 


Tyr 


Tyr 


Met 


Pro 


Lys 


Ala 


Leu 


Leu 


Lys 






675 










680 










685 








He 


Leu 


Gly 


Lys 


Lys Asn Glu 


Ala 


Pro 


Thr 


Gly 


Gly 


Lys 


Thr 


Arg 


Lys 
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690 695 700 

Lys 
705 

<210> 6 
<211> 2737 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (58) . . . (2172) 

<400> 6 

gcccgcccgg gctggggtcg cgctggctcg gactccgctc cccgccccgc cgcggcc atg 60 

Met 
1 

gag gac gag egg aaa aac gga gcc tac gga acg cca cag aag tat gat 108 
Glu Asp Glu Arg Lys Asn Gly Ala Tyr Gly Thr Pro Gin Lys Tyr Asp 
5 10 15 

ccc act ttc aaa gga ccc att tac aat agg ggc tgc acg gat ate ata 156 
Pro Thr Phe Lys Gly Pro lie Tyr Asn Arg Gly Cys Thr Asp lie lie 
20 25 30 

tgc tgt gtg ttc ctg etc ctg gcc att gtg ggc tac gtg get gta ggc 204 
Cys Cys Val Phe Leu Leu Leu Ala lie Val Gly Tyr Val Ala Val Gly 
35 40 45 

ate ata gee tgg act cat gga gac cct cga aag gtg ate tac ccc act 252 
lie lie Ala Trp Thr His Gly Asp Pro Arg Lys Val lie Tyr Pro Thr 
50 55 60 65 

gat age egg ggc gag ttc tgc ggg cag aag ggc aca aaa aac gag aac 300 
Asp Ser Arg Gly Glu Phe Cys Gly Gin Lys Gly Thr Lys Asn Glu Asn 
70 75 80 

aaa ccc tat ctg ttt tat ttc aac att gtg aaa tgt gee age ccc ctg 348 
Lys Pro Tyr Leu Phe Tyr Phe Asn lie Val Lys Cys Ala Ser Pro Leu 
85 90 95 

gtt ctg ctg gaa ttc caa tgt ccc act ccc cag ate tgc gtg gaa aaa 396 
Val Leu Leu Glu Phe Gin Cys Pro Thr Pro Gin lie Cys Val Glu Lys 
100 105 110 

tgc ccc gac cgc tac etc acg tac ctg aat get cgc age tec egg gac 444 
Cys Pro Asp Arg Tyr Leu Thr Tyr Leu Asn Ala Arg Ser Ser Arg Asp 
115 120 125 

ttt gag tac tat aag cag ttc tgt gtt cct ggc ttc aag aac aat aaa 492 
Phe Glu Tyr Tyr Lys Gin Phe Cys Val Pro Gly Phe Lys Asn Asn Lys 
130 135 140 145 

gga gtg get gag gtg ctt cga gat ggt gac tgc cct get gte etc ate 540 
Gly Val Ala Glu Val Leu Arg Asp Gly Asp Cys Pro Ala Val Leu lie 
150 155 160 



9 



ccc age aaa ccc ttg gcc egg aga tgc ttc ccc get ate eac gee tac 588 
Pro Ser Lys Pro Leu Ala Arg Arg Cys Phe Pro Ala lie His Ala Tyr 
165 170 175 

^^9 9gt gtc ctg atg gtg ggc aat gag acg acc tat gag gat ggg eat 636 
Lys Gly Val Leu Met Val Gly Asn Glu Thr Thr Tyr Glu Asp Gly His 
180 185 190 

ggc tec egg aaa aae ate aea gae ctg gtg gag ggc gee aag aaa gee 684 
Gly Ser Arg Lys Asn lie Thr Asp Leu Val Glu Gly Ala Lys Lys Ala 
195 200 205 

aat gga gtc eta gag gcg egg eaa etc gcc atg cgc ata ttt gaa gat 732 
Asn Gly Val Leu Glu Ala Arg Gin Leu Ala Met Arg lie Phe Glu Asp 
210 215 220 225 

tac acc gtc tct tgg tac tgg att ate ata ggc ctg gtc att gee atg 780 
Tyr Thr Val Ser Trp Tyr Trp He He He Gly Leu Val He Ala Met 
230 235 240 

gcg atg age etc ctg ttc ate ate ctg ctt cgc ttc ctg get ggt att 828 
Ala Met Ser Leu Leu Phe He He Leu Leu Arg Phe Leu Ala Gly He 
245 250 255 

atg gtc tgg gtg atg ate ate atg gtg att ctg gtg ctg ggc tac gga 876 
Met Val Trp Val Met He He Met Val He Leu Val Leu Gly Tyr Gly 
260 265 270 

ata ttt eac tgc tac atg gag tac tee ega ctg egt ggt gag gee ggc 924 
He Phe His Cys Tyr Met Glu Tyr Ser Arg Leu Arg Gly Glu Ala Gly 
275 280 285 

tct gat gtc tct ttg gtg gac etc ggc ttt cag acg gat ttc egg gtg 972 
Ser Asp Val Ser Leu Val Asp Leu Gly Phe Gin Thr Asp Phe Arg Val 
290 295 300 305 

tac ctg eac tta egg cag acc tgg ttg gee ttt atg ate att ctg agt 1020 
Tyr Leu His Leu Arg Gin Thr Trp Leu Ala Phe Met He He Leu Ser 
310 315 320 

ate ctt gaa gtc att ate ate ttg ctg etc ate ttt etc egg aag aga 1068 
He Leu Glu Val He He He Leu Leu Leu He Phe Leu Arg Lys Arg 
325 330 335 

att etc ate gcg att gea etc ate aaa gaa gee age agg get gtg gga 1116 
He Leu He Ala He Ala Leu He Lys Glu Ala Ser Arg Ala Val Gly 
340 345 350 

tae gtc atg tgc tec ttg etc tac eea ctg gtc ace ttc ttc ttg ctg 1164 
Tyr Val Met Cys Ser Leu Leu Tyr Pro Leu Val Thr Phe Phe Leu Leu 
355 360 365 

tgc etc tgc ate gcc tac tgg gcc age act get gtc ttc ctg tec act 1212 
Cys Leu Cys He Ala Tyr Trp Ala Ser Thr Ala Val Phe Leu Ser Thr 
370 375 380 385 
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tec aac gaa gcg gtc tat aag ate ttt gat gac age cce tge cca ttt 1260 
Ser Asn Glu Ala Val Tyr Lys lie Phe Asp Asp Ser Pro Cys Pro Phe 
390 395 400 

aet gcg aaa acc tgc aac cca gag acc ttc cce tec tec cat gag tec 1308 
Thr Ala Lys Thr Cys Asn Pro Glu Thr Phe Pro Ser Ser His Glu Ser 
405 410 415 

cgc caa tgc cce aat gee cgt tgc cag ttc gtc ttc tac ggt ggt gag 1356 
Arg Gin Cys Pro Asn Ala Arg Cys Gin Phe Val Phe Tyr Gly Gly Glu 
420 425 430 

teg ggc tac cae egg gee ctg ctg gge ctg cag ate ttc aat gee ttc 1404 
Ser Gly Tyr His Arg Ala Leu Leu Gly Leu Gin lie Phe Asn Ala Phe 
435 440 445 

atg ttc ttc tgg ttg gee aac ttc gtg ctg gcg ctg ggc cag gtc acg 1452 
Met Phe Phe Trp Leu Ala Asn Phe Val Leu Ala Leu Gly Gin Val Thr 
450 455 460 465 

ctg gee ggg gee ttt gee tee tac tac tgg gee ctg cgc aag ccg gac 1500 
Leu Ala Gly Ala Phe Ala Ser Tyr Tyr Trp Ala Leu Arg Lys Pro Asp 
470 475 480 

gac ctg ccg gcc ttc ccg etc ttc tct gcc ttt ggc egg gcg etc agg 1548 
Asp Leu Pro Ala Phe Pro Leu Phe Ser Ala Phe Gly Arg Ala Leu Arg 
485 490 495 

tac cae aca ggc tec ctg gcc ttt ggc gcg etc ate ctg gcc att gtg 1596 
Tyr His Thr Gly Ser Leu Ala Phe Gly Ala Leu lie Leu Ala lie Val 
500 505 510 

cag ate ate cgt gtg ata etc gag tac ctg gat cag egg ctg aaa get 1644 
Gin lie lie Arg Val He Leu Glu Tyr Leu Asp Gin Arg Leu Lys Ala 
515 520 525 

gea gag aac aag ttt gee aag tgc etc atg acc tgt etc aaa tgc tgc 1692 
Ala Glu Asn Lys Phe Ala Lys Cys Leu Met Thr Cys Leu Lys Cys Cys 
530 535 540 545 

ttc tgg tge ctg gag aag ttc ate aaa ttc ett aat agg aat gee tac 1740 
Phe Trp Cys Leu Glu Lys Phe He Lys Phe Leu Asn Arg Asn Ala Tyr 
550 555 560 

ate atg att gee ate tac ggc acc aat ttc tge ace teg gcc agg aat 1788 
He Met He Ala He Tyr Gly Thr Asn Phe Cys Thr Ser Ala Arg Asn 
565 570 575 

gcc ttc ttc ctg etc atg aga aac ate ate aga gtg get gtc ctg gat 1836 
Ala Phe Phe Leu Leu Met Arg Asn He He Arg Val Ala Val Leu Asp 
580 585 590 

aaa gtt act gac ttc etc ttc ctg ttg gge aaa ett ctg ate gtt ggt 1884 
Lys Val Thr Asp Phe Leu Phe Leu Leu Gly Lys Leu Leu He Val Gly 
595 600 605 

agt gtg ggg ate ctg get ttc ttc ttc ttc acc cae cgt ate agg ate 1932 
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Ser Val Gly lie Leu Ala Phe Phe Phe Phe Thr His Arg lie Arg lie 
610 615 620 625 

gtg cag gat aca gca cca ccc etc aat tat tac tgg gtt cct ata ctg 1980 
Val Gin Asp Thr Ala Pro Pro Leu Asn Tyr Tyr Trp Val Pro lie Leu 
630 635 640 

acg gtg ate gtt ggc tec tac ttg att gca cac ggt ttc ttc age gte 2028 
Thr Val He Val Gly Ser Tyr Leu He Ala His Gly Phe Phe Ser .Val 
645 650 655 

tat ggc atg tgt gtg gac acg ctg ttc etc tge ttc ttg gag gae ctg 2076 
Tyr Gly Met Cys Val Asp Thr Leu Phe Leu Cys Phe Leu Glu Asp Leu 
660 665 670 

gag agg aat gac ggc teg gee gag agg cct tac ttc atg tet tec ace 2124 
Glu Arg Asn Asp Gly Ser Ala Glu Arg Pro Tyr Phe Met Ser Ser Thr 
675 680 685 

etc aag aaa etc ttg aac aag ace aac aag aag gca gcg gag tec tga 2172 
Leu Lys Lys Leu Leu Asn Lys Thr Asn Lys Lys Ala Ala Glu Ser * 
690 695 700 

aggccccgtg eteeccacet cteaaggagt eteatgeegc agggtgetea gtagctgggt 2232 

ctgttccccc agccccttgg gctcacctga agtcctatca ctgccgctct gcccctcccc 2292 

atgagceaga teecaccagt ttctggacgt ggagagtctg gggcatctec ttcttatgee 2352 

aaggggegct tggagttttc atggctgcce eteeagaetg egagaaacaa gtaaaaacce 2412 

attggggcct cttgatgtct gggatggcac gtggcccgac ctccacaagc tccctcatgc 2472 

ttcctgtccc eegcttacac gacaacgggc cagaccacgg gaaggacggt gtttgtgtct 2532 

gagggagctg ctggccacag tgaacaccea egtttattec tgcetgetee ggccaggact 2592 

gaaeccctte tecacacctg aacagttggc tcaagggcea ecagaagcat ttctttatta 2652 

ttattatttt ttaacctgga eatgeattaa agggtctatt agctttcaaa aaaaaaaaaa 2712 

aaaaaaaaaa aaaaaaaaaa aaaaa 2737 

<210> 7 
<211> 704 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Met Glu Asp Glu Arg Lys Asn Gly Ala Tyr Gly Thr Pro Gin Lys Tyr 

15 10 15 

Asp Pro Thr Phe Lys Gly Pro He Tyr Asn Arg Gly Cys Thr Asp He 

20 25 30 

He Cys Cys Val Phe Leu Leu Leu Ala He Val Gly Tyr Val Ala Val 

35 40 45 

Gly He He Ala Trp Thr His Gly Asp Pro Arg Lys Val He Tyr Pro 

50 55 60 

Thr Asp Ser Arg Gly Glu Phe Cys Gly Gin Lys Gly Thr Lys Asn Glu 
65 70 75 80 

Asn Lys Pro Tyr Leu Phe Tyr Phe Asn He Val Lys Cys Ala Ser Pro 

85 90 95 

Leu Val Leu Leu Glu Phe Gin Cys Pro Thr Pro Gin He Cys Val Glu 

100 105 110 

Lys Cys Pro Asp Arg Tyr Leu Thr Tyr Leu Asn Ala Arg Ser Ser Arg 

115 120 125 

Asp Phe Glu Tyr Tyr Lys Gin Phe Cys Val Pro Gly Phe Lys Asn Asn 
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130 










135 










140 






Lys 


Gly 


Val 


Ala 


Glu 


Val 


Leu 


Arg 


Asp 


Gly Asp 


Cys 


Pro Ala 


Val Leu 


145 










150 










155 






160 


He 


Pro 


Ser 


Lys 


Pro 
165 


Leu 


Ala 


Arg 


Arg 


Cys 
170 


Phe 


Pro 


Ala He 


His Ala 
175 


Tyr 


Lys 


Gly 


Val 
180 


Leu 


Met 


Val 


Gly 


Asn 
185 


Glu 


Thr 


Thr 


Tyr Glu 
190 


Asp Gly 


His 


Gly 


Ser 


Arg 


Lys 


Asn 


He 


Thr 


Asp 


Leu 


Val 


Glu Gly Ala 


Lys Lys 






195 










200 










205 




Ala 


Asn 
210 


Gly 


Val 


Leu 


Glu 


Ala 
215 


Arg 


Gin 


Leu 


Ala 


Met 
220 


Arg He 


Phe Glu 


Asp 


Tyr 


Thr 


Val 


Ser 


Trp 


Tyr 


Trp 


He 


He 


He 


Gly Leu Val 


He Ala 


225 










230 










235 






240 


Met 


Ala 


Met 


Ser 


Leu 
245 


Leu 


Phe 


He 


He 


Leu 
250 


Leu 


Arg 


Phe Leu 


Ala Gly 
255 


He 


Met 


Val 


Trp 
260 


Val 


Met 


He 


He 


Met 

265 


Val 


He 


Leu 


Val Leu 
270 


Gly Tyr 


Gly 


He 


Phe 
275 


His 


Cys 


Tyr 


Met 


Glu 
280 


Tyr 


Ser 


Arg 


Leu 


Arg Gly 
285 


Glu Ala 


Gly Ser 


Asp 


Val 


Ser 


Leu 


Val 


Asp 


Leu 


Gly Phe 


Gin 


Thr Asp 


Phe Arg 




290 










295 










300 






Val 


Tyr 


Leu 


His 


Leu 


Arg 


Gin 


Thr 


Trp 


Leu 


Ala 


Phe 


Met He 


He Leu 


305 










310 










315 






320 


Ser 


He 


Leu 


Glu 


Val 

325 


He 


He 


He 


Leu 


Leu 

330 


Leu 


He 


Phe Leu 


Arg Lys 

335 


Arg 


He 


Leu 


He 
340 


Ala 


He 


Ala 


Leu 


He 
345 


Lys 


Glu 


Ala 


Ser Arg 
350 


Ala Val 


Gly Tyr 


Val 


Met 


Cys 


Ser 


Leu 


Leu 


Tyr 


Pro 


Leu 


Val 


Thr Phe 


Phe Leu 






355 










360 










365 




Leu 


Cys 
370 


Leu 


Cys 


He 


Ala 


Tyr 
375 


Trp 


Ala 


Ser 


Thr 


Ala 
380 


Val Phe 


Leu Ser 


Thr 


Ser 


Asn 


Glu 


Ala 


Val 


Tyr 


Lys 


He 


Phe 


Asp 


Asp 


Ser Pro 


Cys Pro 


385 










390 










395 






400 


Phe 


Thr 


Ala 


Lys 


Thr 
405 


Cys 


Asn 


Pro 


Glu 


Thr 
410 


Phe 


Pro 


Ser Ser 


His Glu 
415 


Ser Arg 


Gin 


Cys 


Pro 


Asn 


Ala 


Arg 


Cys 


Gin 


Phe 


Val 


Phe Tyr 


Gly Gly 








420 










425 








430 




Glu 


Ser 


Gly 


Tyr 


His 


Arg 


Ala 


Leu 


Leu 


Gly Leu 


Gin 


He Phe 


Asn Ala 






435 










440 










445 




Phe 


Met 
450 


Phe 


Phe 


Trp 


Leu 


Ala 
455 


Asn 


Phe 


Val 


Leu 


Ala 
460 


Leu Gly 


Gin Val 


Thr 


Leu 


Ala 


Gly 


Ala 


Phe 


Ala 


Ser 


Tyr 


Tyr 


Trp 


Ala 


Leu Arg 


Lys Pro 


465 










470 










475 






480 


Asp Asp 


Leu 


Pro 


Ala 


Phe 


Pro 


Leu 


Phe 


Ser 


Ala 


Phe Gly Arg 


Ala Leu 










485 










490 








495 


Arg 


Tyr 


His 


Thr 


Gly 


Ser 


Leu 


Ala 


Phe 


Gly Ala 


Leu 


He Leu 


Ala lie 








500 










505 








510 




Val 


Gin 


He 


He 


Arg 


Val 


He 


Leu 


Glu 


Tyr 


Leu 


Asp Gin Arg 


Leu Lys 






515 










520 










525 




Ala 


Ala 
530 


Glu 


Asn 


Lys 


Phe 


Ala 
535 


Lys 


Cys 


Leu 


Met 


Thr 
540 


Cys Leu 


Lys Cys 


Cys 


Phe 


Trp 


Cys 


Leu 


Glu 


Lys 


Phe 


He 


Lys 


Phe 


Leu Asn Arg 


Asn Ala 


545 










550 










555 






560 


Tyr 


He 


Met 


He 


Ala 
565 


He 


Tyr 


Gly 


Thr 


Asn 
570 


Phe 


Cys 


Thr Ser 


Ala Arg 
575 


Asn 


Ala 


Phe 


Phe 
580 


Leu 


Leu 


Met 


Arg 


Asn 
585 


He 


He 


Arg 


Val Ala 
590 


Val Leu 
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Asp 


Lys 


Val Thr Asp Phe 


Leu Phe Leu Leu Gly Lys 


Leu 


Leu 


He Val 






595 


600 


605 






Gly Ser 


Val Gly He Leu 


Ala Phe Phe Phe Phe Thr 


His 


Arg 


He Arg 




610 




615 620 








He 


Val 


Gin Asp Thr Ala 


Pro Pro Leu Asn Tyr Tyr 


Trp 


Val 


Pro He 


625 




630 


635 






640 


Leu 


Thr 


Val He Val Gly 


Ser Tyr Leu He Ala His 


Gly 


Phe 


Phe Ser 






645 


650 






655 


Val 


Tyr 


Gly Met Cys Val 


Asp Thr Leu Phe Leu Cys 


Phe 


Leu 


Glu Asp 






660 


665 




670 




Leu 


Glu 


Arg Asn Asp Gly Ser Ala Glu Arg Pro Tyr 


Phe 


Met 


Ser Ser 






675 


680 


685 






Thr 


Leu 


Lys Lys Leu Leu 


Asn Lys Thr Asn Lys Lys 


Ala 


Ala 


Glu Ser 




690 




695 700 









<210> 8 

<211> 4 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Asn Arg Ser Cys 
1 

<210> 9 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 9 

Asn Ser Thr Gly 
1 

<210> 10 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 10 
Asn Met Thr Val 
1 

<210> 11 

<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 11 
Asn Asp Thr Thr 
1 

<210> 12 
<211> 4 
<212> PRT 

<213> Homo sapiens 
<400> 12 



14 



Asn Leu Ser Ala 
1 

<210> 13 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 13 
Asn lie Ser Ser 
1 

<210> 14 

<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 14 
Asn Thr Ser Cys 
1 

<210> 15 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 15 
Asn Ser Ser Cys 
1 

<210> 16 
<2il> 4 
<212> PRT 

<213> Homo sapiens 

<400> 16 
Asn Gly Ser Leu 
1 

<210> 17 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 17 
Ser Cys Thr Asp 
1 

<210> 18 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 18 
Ser Val Ala Glu 
1 



<210> 19 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 19 
Ser Cys Pro Glu 
1 

<210> 20 
<211> 4 
<212> PRT 
* <213> Homo sapiens 

<400> 20 
Thr Val Gly Glu 
1 

<210> 21 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 21 
Ser Val Gin Glu 
1 

<210> 22 
<211> 8 
<212> PRT 

<213> Homo sapiens 

<40P> 22 

Arg Asp Glu Asp Asp Glu Ala Tyr 
1 5 

<210> 23 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 23 

Gly Ala Tyr Cys Gly Met 
1 5 

<210> 24 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Gly Met Gly Glu Asn Lys 
1 5 



<210> 25 
<211> 6 
<212> PRT 



<213> Homo sapiens 
<400> 25 

Gly Val Pro Trp Asn Met 
1 5 



<210> 26 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Gly Leu lie Asp Ser Leu 
1 5 



<210> 27 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Gly lie Tyr Tyr Cys Trp 
1 5 



<210> 28 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Gly Ala Ser lie Ser Gin 
1 5 



<210> 29 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Gly Gin Met Met Ser Thr 
1 5 



<210> 30 

<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 30 

Gly Leu Phe Trp Thr Leu 
1 5 



<210> 31 

<211> 6 

<212> PRT 

<213> Homo sapiens 



<400> 31 



Gly Ala Phe Ala Ser Phe 
1 5 



<210> 32 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 32 
Leu Gly Lys Lys 
1 

<210> 33 
<211> 21 
<212> PRT 

<213> Homo sapiens 
<400> 33 

Leu Phe lie Leu Leu Leu Arg Leu Val Ala Gly Pro Leu Val Leu Val 

15 10 15 

lie Leu Gly Val Leu 
20 

<210> 34 

<211> 14 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> cDNA synthesis primer 

<400> 34 
ttttgatcaa gctt 

<210> 35 

<211> 42 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Adaptor 1 
<400> 35 

ctaatacgac tcactatagg gctcgagcgg ccgcccgggc ag 

<210> 36 
<211> 12 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Adaptor 1 

<400> 36 
gatcctgccc gg 

<210> 37 
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<211> 40 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Adaptor 2 
<400> 37 

gtaatacgac tcactatagg gcagcgtggt cgcggccgag 

<210> 38 
<211> 10 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Adaptor 2 

<400> 38 
gatcctcggc 

<210> 39 
<211> 22 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> PGR primer 1 
<400> 39 

ctaatacgac tcactatagg gc 

<210> 40 
<211> 22 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Nested primer 1 
<400> 40 

tcgagcggcc gcccgggcag ga 

<210> 41 
<211> 20 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Nested primer 2 
<400> 41 

agcgtggtcg cggccgagga 



<210> 42 
<211> 25 
<212> DNA 



<213> Artificial sequence 

<220> 

<223> Primer 
<400> 42 

atatcgccgc gctcgtcgtc gacaa 

<210> 43 
<211> 26 
<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 
<400> 43 

agccacacgc agctcattgt agaagg 

<210> 44 
<211> 23 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 
<400> 44 

agatgaggag gaggacaaag gtg 

<210> 45 
<211> 23 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 
<400> 45 

actgctggga ggagtaccga gtg 

<210> 46 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 46 
Asn Glu Thr Thr 
1 

<210> 47 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 47 

Asn lie Thr Asp 



1 



<210> 48 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 48 
Asn Lys Thr Asn 
1 

<210> 49 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 49 
Thr His Gly Asp 
1 

<210> 50 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 50 
Ser Arg Gly Glu 
1 

<210> 51 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 51 

Thr Lys Asn Glu 

1 

<210> 52 
<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 52 
Ser Ser Arg Asp 
1 

<210> 53 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 53 
Thr Thr Tyr Glu 
1 

<210> 54 
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<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 54 
Thr Tyr Glu Asp 
1 

<210> 55 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 55 
Ser Leu Val Asp 
1 

<210> 56 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 56 
Ser lie Leu Glu 
1 

<210> 57 

<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 57 
Thr Ser Asn Glu 
1 

<210> 58 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 58 
Ser Ser His Glu 
1 

<210> 59 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 59 

Arg Ser Ser Arg Asp Phe Glu Tyr Tyr 
1 5 

<210> 60 

<211> 6 

<212> PRT 

<213> Homo sapiens 



<400> 60 

Gly Gin Lys Gly Thr Lys 
1 5 



<210> 61 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 61 

Gly Asn Glu Thr Thr Tyr 
1 5 



<210> 62 
<211> 6 
<212> PRT 

<213> Homo sapiens 



<400> 62 

Gly Ser Arg Lys Asn lie 
1 5 



<210> 63 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 63 

Gly Ala Lys Lys Ala Asn 
1 5 



<210> 64 
<211> 6 
<212> PRT 

<213> Homo sapiens 

<400> 64 

Gly Val Leu Glu Ala Arg 
1 5 



<210> 65 
<211> 6 

<212> PRT 

<213> Homo sapiens 
<400> 65 

Gly Leu Val He Ala Met 
1 5 



<210> 66 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 66 

Gly He Phe His Cys Tyr 



<210> 67 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 67 

Gly Ser Asp Val Ser Leu 
1 5 

<210> 68 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 68 

Gly Gly Glu Ser Gly Tyr 
1 5 

<210> 69 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 69 

Gly Ala Phe Ala Ser Tyr 
1 5 

<210> 70 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 70 

Gly Thr Asn Phe Cys Thr 
1 5 

<210> 71 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 71 

Met Gly Gly Lys Gin Arg Asp Glu Asp Asp Glu Ala Tyr Gly 
15 10 
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